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Figure 1- Electrophoresis of PCR products for the POU1F1 gene (295-bp).

PCR-SSCP G b (0 65k A o8 55 POULFL 03 (5l ok sdalin slas gy -2 K3
Figure 2- Genotypes of the POU1F1 gene in Makui sheep using PCR-SSCP.
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w2 Sk dihw S 55 POULFL 05 M1 5 s 55 1ol -1 Jgur
Table 1- Genotypic and allelic frequencies of the POU1F1 gene in Makui sheep.

s Sl T Gl
Genotypic frequency Allelic frequency
CD CcC AB AA D C B A
0.037 0.44 0.073 0.45 0.02 0.46 0.04 0.48

eSe) Sy gy Do 615 POULFL 03 s (sl 53 oy o Bl 1ils ey s =2 J g

T 03 15 g il b Dy b Kile 53 2 sy 2 3) (Sl ke S 55 (Hlre Bl il £
((P<0/05) wwr ;35 Jloz!

Table 2- Means comparison of different genotypes of POUlF1 for biometric traits
(meanzSE) in Makui sheep (in each row, means with different superscripts are significantly
different (P<0.05)).

TE 5
Genotype
- ‘,.L“ - '
CD cc AB AA (fo ) o
Trait (Cm)
olf 3 el
68.57+2.38% 69.27+1.04° 61.67+1.53° 63.8+0.78" SR G

Withers height

1ol
69.95+2.02  71.22+0.89% 65.6+1.3°  66.01+0.66" JS 5l g,
Rump height

53.06+2.35"  56.54+1.03°  56.95+1.51°  57.08+0.77° ok sk
Body length

80.55+2.55°  85.76+1.12°  82.29+1.64°  83.51+0.83" 002
Chest girth

20.55+2.52*  19.28+0.87*  13.31x191°  14.99+1.79% s 092
Testis girth

ol
37.67+1.83° 36.00+0.8° 33.27£1.17°  34.02+0.6° oo
Leg girth

A
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Abstract

Inclusion of genetic marker information in animal model is an effective method for
identification of superior animals with proper breeding values. Candidate genes for growth
provide additional information for breeders for proper breeding programs for improvement of
growth in sheep breeds. The objective of this study was to study association of POU1F1 with
biometric traits in Makui sheep. For this purpose, 95 Makui sheep (males and females) were
selected from Makui breeding station and subsequently extraction of DNA was done according to
salting out method from whole blood. the polymerase chain reaction (PCR) was used to amplify
the 295 bp DNA fragment (a part of intron 2, exon 3 and a part of intron 3) with a pair of
designed specific primers. The single stranded conformation polymorphism (SSCP) patterns of
PCR products were studied using 6% Polyacrilamid gel and silver staining method. Finally, 4
banding patterns AA, AB, CC and CD were obtained with frequencies of 0.45, 0.073, 0.44 and
0.037, respectively. The frequencies of A, B, C and D alleles were calculated as 0.48, 0.04, 0.46
and 0.02, respectively. Results indicated that studied samples was not in Hardy-Weinberg
equilibrium (P<0.05). Associations of the observed polymorphisms with withers height, rump
height, body length, chest girth, testis girth and leg girth were analyzed using a general linear
model procedure. Significant (P<0.05) statistical relationships between polymorphism of
POUL1F1 gene and withers height, rump height and testis girth were found. CC genotype was
associated with highest withers height and rump height (69.27 and 71.22 cm, respectively) than
AB genotype (61.67 and 65.6 cm, respectively). The testis girth was highest in the CD genotype
(20.55 cm) and lowest in the AB genotype (13.31 cm). Perhaps result of present study could be
useful for genetic improvement of growth traits in this brees.
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