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Table 2: The pattern frequency of ovine IGFBP3 gene in Zel sheep

(%) sl Py
(Frequency) (Pattern)
66.67 1
3.33 2
6.67 3
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Table 2- Least square means (LSM) of carcass traits and blood parameters and its
associations with IGFBP3 gene’s patterns in Zel breed sheep.

La S oliw
(Patterns) (Traits)
5 s 4 s 3 2 s~ 1S
(Pattern5) (Patternd) (Patern3) (Pattern2) (Patternl)
28.41+10.81 26.77+5.27 44.04+9.20 33.28+3.34 37.28+8.19 n.s HLES O3
Slaughter Weight
b a b a ab .
11.82°+2.45 16.34°+1.29 10.84°+2.13 15.87°+0.75 13.257+£1.84 f’s a3y O3
Carcass Weight
4.13+1.42 46.72+3.38 33.68+6.22 44.70+£2.21 37.95+5.37 ns. sy o550
Carcass Efficiency
4.13*+1.42 2.47%+0.74 1.17°40.23 2.27°°+43.0 2.78%+1.06 Tty g i
back fat thickness
176.37°+1.59 217.52%+0.83 215.03%+1.38 217.98%+0.49 215.81%1.19 **ru o
Crude Protein
15.63+2.97 43.30+8.53 37.15+15.60 38.80+4.38 12.33+2.12 n.s & Jg’djg
(triglyceride)
62.67+36.71 74.36+20.05 92.50+36.63 67.54+11.24 93.67+28.48 n.s Js fuds

(cholesterol)

(0701 4 0/05 ch“,a,law%;q**j*‘,u@#;:ns) .Lib.dcjlsd'.uJﬁb\:}q—);ﬁ@pﬁﬁ@&ﬁé@ﬁ‘YJ)J}
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05 SSCP s & b Lol bliyl 5 o bl kb ( LSMESE )ola e Jlas 5 Kke -3 Jgi
Jj al5 Olaiw S 55 IGFBP3

Table 4- Least Ssquare Means (LSM) of fatty acids profiles and its association with
IGFBP3 gene’s patterns in Zel breed sheep.

b S o sladed
(Patterns) (Fatty Acids)
5 s 4 s 3 s 2 s~ 1S
(Pattern5) (Pattern4) (Pattern3) (Pattern2) (Patternl)
3.51+1.39 3.04+0.68 2.81+1.18 3.16+0.43 2.62+1.05 el K o
(C14:0)
30.82+4.39 26.82+2.14 17.85¢3.74 26.49+1.36 26.79+3.33 Strally ol
(C16:0)
3.94+1.83 3.53+0.89 3.80+1.56 4.52+0.56 6.15+1.39 S srally el
(C16:1)
3.24+1.42%° 2.61+0.69" 7.49+1.21° 2.010.44° 2.01+1.08" 555k dd ** (C17:0)
0.34+0.47 0.62+0.22 0.87+0.40 0.75+0.14 0.30£0.35 Sl ks 1l (CL7:1)
14.03+4.17 17.87+2.04 13.76+3.55 15.94+1.29 19.31+3.16 Sl dd
(C18:0)
40.49+4.45 39.70+ 2.17 43.25%3.79 40.45+1.37 36.2743.37 S dd
(C18:1)
7.202.12 6.16+ 1.03 3.01+ 1.80 5.37+ 0.65 5.85+ 1.61 S g el
(C18:2)
0.34+0.36 0.22+0.17 0.26+0.09 0.24+0.11 0.27+0.27 S Al
(C18:3)
1.46 £0.84 1.14£0.41 0.28 +0.72 0.77+0.26 0.88+0.64 S 1515 550 el
(C20:4)(n-6)
0.46 +0.36 0.23+0.17 0.20 +0.31 0.23+0.11 0.27 +0.27 S 5 551 A
( C20:5)(n-3)EPA
0.36 +0.25 0.25+0.12 0.16 +0.21 0.23 +0.07 0.30 +0.19 S 155005 55 el
(C22:6)(n-3)DHA
75.3045.07 74.30+2.47 82.85+4.31 77.18+1.56 73.09 +3.84 Lt o o
(SFA)
40.72+8.07 41.81+3.94 54.67+6.87 45.50+2.49 41.66+6.12 Ly o b sladnd
<5 55 (MUFA)
10.29+3.09 7.571.51 7.21+2.63 6.63+0.95 7.28+2.35 S5 Xsy K L o sl
(PUFA)
0.13+0.04 0.10+0.02 0.08+0.03 0.08£0.01 0.09+0.03 Ly i b O gladd S
Pl o gladnd & w852
(PUFA/SFA)
7.7845.78 12.64+2.82 8.81+4.92 9.7241.79 7.97+4.39 el 4 Sy ]
2 (N6/N3)

(0701 4, 0/05 ch—a)é)bu:#?.;jq**‘g*‘)l;wz.&inﬂ .Lib.dcjbd'.uJ%\;y;ﬁ@%ﬁ;:@&}y‘ya)f
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Abstract

IGF-1 hormone transports by connecting to IGF-binding proteins (often IGFBP-3) in
the biological fluids. This protein acts as an IGF1 carrier and helps to prolong half-life of
hormone and can increase or decrease biological activity of hormone on cellular surface. The
purpose of the research was to study the polymorphisms of IGFBP-3 gene and its association
with carcass traits and fatty acids profiles in Zel sheep as a thin-tailed breed using PCR-SSCP.
In this study we used 130 Zel sheep randomly and recorded their traits measure we wanted. to
determine of fatty acids, we took 6ml blood in venojects containing EDTA and immediately
centrifuged them for 10 minutes by 3000g (5200 rpm) to separate the plasma. DNA was
extracted from muscle tissue by Biotech company kit. Then the Polymerase chain reaction
(PCR) used to amplify of 654 bp fragment of exon 3 of IGFBP-3 gene. PCR products were
electrophoresed on polyacrylamide gel (method SSCP) and stained with silver nitrate method
to distinguish different patterns. Results indicated the different patterns, may be due to
polymorphism in this fragment. Frequency of patterns 1, 2, 3, 4 and 5 were 67/66, 33/3, 67/6,
33/13 and 10 percent respectively. Trait carcass weight (P <0.05), back fat thickness (P <0.01)
and crude protein in meat (P <0.01) had significantly differences with different patterns.
Significant association observed by Heptadecanoic acid (C17: 0) with different patterns of
IGFBP3 gene. No other association was observed by IGFBP3 patterns with other traits and
fatty acids profiles.
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