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Table 1- The number of the samples used in the current study.
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Table 2- Correct assignment of the individuals to the populations using different

methods.

=2 VW N WP
Percentage of the correct

Assignment test method

assignment
(Bayesian Method) (s %)
72.2 Baudouin & Lebrun (2001)
70.1 Rannala and Mountain (1997)
(Allelic Frequency) T lsl
71.1 Paetkau et al. (1995)
(Genetic Distance) S5 akols
72.2 Nei Standard (1972)
76.3 Nei Minimum (1973)
75.3 Nei DNA (1983)
75.3 Cavalli-Sforza & Edwards (1967)
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Table 3- Average individual assignment (number of correct assignment) to the
respective populations using Bayesian method.

S S st $oS 0 e ol P Comor
Olws S olal =
Sangsari Tazi Kurdgstan Khur'asan Kurdish Albp rz Bakhtiari Sarabi Population
native native native
0.0009(0)  0.005(0) 0 0 0.031(5) 0 0.013(1)  0.439(19) sl
0.003(0) 0.004(0) 0 0.001(0) 0.060(4)  0.065(1) 0.392(15)  0.023(1) ol
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QL:M:JS
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0.563(6) 0.021(0) 0 0.005(0) 0.145(4)  0.014(0)  0.016(1) 0.005(0) S S
@L:.n
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Abstract

Assignment test is applied to identify the origin of a specific individual, population
differentiation and medical forensic cases. Therefore, this study conducted to analyze some
genetic variation criteria, comparison of the different assignment methods and assignment of
individuals to eight populations of Iranian native dogs using 13 autosomal microsatellite
markers (C26.73320; CXX.6727,10,18; FH20609,20; FH20169,20; FH2790; FH2795;
FH2914; FH3053; REN59H07; REN87021; REN126A15; REN144M10 and REN86G15).
The blood and tissue samples were taken from the dogs and total DNAs of the samples were
extracted using salting out or enzymatic digestion methods. The results indicated that the least
and the most diversity for Sangsari population (0.53) and Kurdish population (0.72),
respectively. The individual’s assignment was done using 7 different methods. Among the
methods base on the likelihood, the Baudouin and Lebrun method and among the methods
base on the genetic distance, Nei minimum method showed the highest accuracy. Totally,
markers used in this study could assign the individuals to their source population with 73 %
accuracy.

Keyword: Individuals assignment, Genetic diversity, Microsatellite markers, Iranian dog
native.
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