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Table 1- SNP position of Arian line chicken haplotypes.
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Table 3- Number of haplotypes, nucleotides relative frequency percentage, nucleotide
and haplotype diversities of Arian line chickens.

S alS 5 Slsl s s s
Nucleotides Relative Frequency

Percentage
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skl sEASS 0 G T A GHC AST N, o
Haplotype Nucleotide ug} e Population
Diversity  Diversity Haplotype
ol g
0.81 0.005  32.69 18.08 27.30 21.92 50.77 49.23 5 Arian
Chicken

AT



(W"W’ }ﬁib; Y a)‘.m:l g-\ oJ‘gb) 6})}\-;5 63‘9}&7” 41.?}'.4

49— JQ946630-36{Arian Iran)

4| —— AC187597(Washington)
AC189015(Mishigan)

98 LAC191645(Wisconsin)
AC186855(California)

67

AC188945(Mexica)
100 | AC239805(Virgina)
4 | AC240280(Tennesses)
32| —————— AC187270(Albama)
54 L AC191352(0Oklahoma)

L22147(White Leghorn)

—
0.1

PIT-1 050 O ) ab 5 okl oy g5 bl y (NJ 5555 1 g03) 359k s ga Y &
el gl g s IS ol pon 4 03 Sl KL 3 gz 4l pl sl IS 2l s )l f e

AEL o S Lgad 4 Ve Gl Jeole a9 S Bgss Cplie dos 4 b e o 8 6,
Figure 3- Phylogenetic Tree (NJ) based on intron region sequence of PIT-1 gene of
Arian chicken and other sequences of this region are taken from GenBank along with

their accession number. The number at the nods represented the percentage bootstrap
values for interior branches after 1000 replications.
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Analysis region of intron 5 sequence of PIT-1 gene in broiler chickens Arian line
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Abstract

Sequencing and analysis of the data obtained are best and most common methods in
studies of genetic diversity. PIT-1gene is known as growth hormone IGF-1 gene .this gene is
a member of family of transcription factors in the poultry is located on chromosome 1, with a
length of approximately 14 kb. This gene has seven exons and five introns in poultry. The
purpose of this study was analysis region of intron 5 sequence of PIT-1 gene in broiler
chickens Arian lines and determining its phylogenetic relationship with other chicken breeds.
For this study, blood samples were collected of seven broiler chickens of both sex Arian lines.
After extracting DNA from them, target gene was amplified with specific primers and after
purification was sequenced. Five different haplotypes were determined based on six single
nucleotide polymorphism sequence and the final sequences of each haplotype with length
approximate 260 bp which includes 21/92 % adenine, 18/8 % guanine, 32/69 % cytosine and
27/31 % thymine. After ensuring the accuracy of sequencing, submitted to gene bank database
(NCBI) with accession number of JQ946630- JQ946636.The phylogenic tree was drawn with
consensus sequence of PIT-1 gene of Arian line chicken and other similar sequences of
different chicken breeds obtained from gene bank. Results the phylogeny indicated that Arian
line chicken and American Chickens are on a lineages
Key Words: Phylogeny, PIT-1 Gene, Broiler Chickens, Sequencing.
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