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Figure 1-Sample of observed genotypes in DGAT1 locus.
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Figure 2- Samples of digested productions for 725bp fragment of SCD1 gene.
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Figure 3- Samples of digested productions for 395bp fragment of SCD1 gene.
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Table 2- Frequency percent of gene and genotype for DGAT1 gene locus.

AR 55 Sl ol
Allelic frequency Genotype frequency Breed
A K AA AK KK
0.57 0.43 0.35 0.44 0.21 Simmental Jl
0.6 0.4 0.48 0.34 0.18
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Table 3- Resulted gene and genotype frequency of first locus of SCD1 gene.
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Table -4 Resulted gene and genotype frequency of second locus of SCD1 gene.
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Allelic frequency Genotype frequency Breed
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0.44 0.56 0.22 0.44 0.34 Simmental Jta
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Comparison of Genetic Structure of DGAT1 and SCD1 Loci between Holstein and
Simmental Population
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Abstract

The association of genes polymorphism of DGATI1 and SCD1 has proved with milk
nutritive value. The aim of the present study was the comparison of genetic structure of
DGATI1 and SCDI1 loci between Holstein and Simmental population. 102 Mazandaran
Simmental and Holstein cows were randomly selected and done blooding of neck vein. In
digestion of SCD1 PCR products (725bp) with Alul enzyme, two alleles V and A were
revealed with the frequency of 79 and 21 percent and 92 and 8 percent in Holstein and
Simmental breeds, respectively. In digestion of the 325bp fragment of this gene with Ncol
enzyme, two alleles of C and T were detected with the frequency of 40 and 60 percent and 45
and 55 percent in Holstein and Simmental breed, respectively. Two alleles of A and K were
detected from amplification of DGAT]1 locus with the frequency of 60 and 40 percent and 57
and 43 percent in Holstein and Simmental population, respectively. The result of statistical
comparison of genotype and allele frequency in studied loci between two breeds indicates that
DGATllocus and second locus of SCD1 gene are same as gene frequency between two
breeds and are different as genotype frequency in DGATI1 locus and are same as genotype
frequency in SCD1 locus. According to observed polymorphisms, we can result that studied
loci are fit for selection of animals with favorite genotype for increasing of production of milk
useful fatty acids.
Key words: DGATI, SCDI, PCR, Holstein, Simmental.
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