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Table 1- Description of rapeseed genotypes.

k‘&‘\\“\\“\\“\\%

Collection rejoin L;UT@;- Je Origin Liw Genotype 555 No. &>,
IPK Canada CR3198 1
IPK Canada CR3133(Nugget) 2
IPK Germany CR679(Kroko) 3
IPK Poland CR3250 4
IPK Germany CR677(Kosa) 5
IPK Pakistan CR3248 6
IPK Canada CR3141(Golden) 7
IPK Romania CR3189 8
IPK Canada CR3152(Regent) 9
IPK Australia CR3195(Marnoo) 10
IPK Germany CR3186(Callypso) 11

Iran — H1750J 12
Iran _— H4722 13
Iran —_— H4815 14
Iran _— H6059 15
Iran —_— H6486 16
Iran _— K9209 17
Iran —_— W6018 18
Iran _— H609 19
Iran —_— Q6501 20
Iran — SWK5380 21
Iran S Okapi 22
Iran — Talaei 23
Iran — Tasillo 24
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Table 2- Backward and forward sequences of the 10 studied SSR markers.
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Table 3- Genetic diversity indices of SSR markers analysis in rapeseed genotypes.
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NA10-B08 0.5217 0.4783 0.3826 0.6174 0.89 4 2.5251 1.0632
NA12-C08 0.4545 0.5455 0.3774 0.6226 0.87 3 2.5541 1.0059
NA12-E09 0.3333 0.6667 0.3007 0.6993 0.77 2 2.9455 1.0893
NA14-C12 1.0000 0.0000 0.8406 0.1594 0.79 2 1.1803 0.2868
RA2-Al11 1.0000 0.0000 1.0000 0.0000 0.30 1 1.0000 0.0000
RA2-D04 0.7778 0.2222 0.5111 0.4889 0.53 2 1.9059 0.6682
RA2-EQ7 0.1905 0.8095 0.4878 0.5122 0.37 2 2.0000 0.6931
RA2-E11 0.1739 0.8261 0.4928 0.5072 0.31 2 1.9850 0.6894
RA2-G08 1.0000 0.0000 0.4993 0.5007 0.68 2 1.9514 0.6806
OL10-G06 1.0000 0.0000 1.0000 0.0000 0.00 1 1.0000 0.0000
- 2.2
ool
0.6452 0.3548 0.5892 0.4108 0.55 00 1.9047 0.6177
Average 0

Yo



(\‘”Qi JL@ A OJM Y OJJ.S) 65)5\.:-5 ‘Sj_’.‘_’}ﬁ'”dﬁn

o Top Vision ¢ 5 51 a5 V/0 5,8T) RA2-E07 S5Lel b 130s oV sols s S S

(0L = sl B c,.ol...nr.,}ﬂ

Figure 1- The roll pattern of 10 Rapeseed primer RA2-EQ07 (agarose 1/5 percent of Top
Vision after half-time flow) the first left column is related to marker and other columns

are related to genotypes.
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Figure 2- Classification of rapeseed genotypes based on SSR markers using UPGMA
method.
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Abstract

Oilseed crops such as canola have important role to produce oil and energy needed for
human. Information about genetic variability based on different markers, particularly
molecular markers has played a key role in designing breeding programs. To study the genetic
diversity in 24 genotypes of rapeseed, the 10 microsatellite primers were used according to
previous studies. The results showed that the average polymorphic information content for
assessing primers was 0.55 and the mean observed and expected heterozygosity for all
primers, were 0.35 and 0.41 respectively. NA12-E09 locus had the highest rate (1.0893) of
Shannon diversity index, which represents diversity among the population, whereas loci RA2-
All and OL10-GO06 had the lowest Shannon index. Cluster analysis based on molecular data
using Jaccard's similarity coefficient and UPGMA method, grouped rapeseed varieties into
the third major group. Accordingly, CR3133 variety of Canada origin which is located in a
separate group showed lower similarity compared with other varieties. In general, rapeseed
genotypes showed intra-species diversity based on microsatellite markers could be used in
plant breeding programs.
Key words: Rapeseed, genetic diversity, microsatellite markers.
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