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Table 1-Concentration and the volume of materials used in the Real time PCR reaction

oSl sl (=

Materials Volume
Maxima SYBR Green/ROX gPCR Master Mix 7.5 ul
(2X)
Forward primer (10pmol/pl) 0.5 ul
Reverse primer (10pmol/ul) 0.5 ul
Template cDNA(<500ng) 2 ul
Water, nuclease-free 4.5 ul
Total volume 15 ul

adlas cpl 53 edd eslizul gla 5T JIg 5 a0} oL -Y Jyu

Table 2- Genes name and Primer pairs used in the present study.

05 b Sl Jis o s oobed ankad J b

Genes name Sequences Accession number  Length/bp
F: 5-GAGTATGATGAGTCGGGTCCAG -3' XM_006662696
Actin R: 5'-~ACACCAACAATCCCAAACAGAG -3 143
F: 5-AAGATTGTTCTGAGAAGAGATCGATCGA-3' AKO070677
PR? R: 5-GCTACGCGAAAATAGGTCTGGTAAACTT-3' 200
F: 5-CCGATGCGAGTTGTAACAGA -3' X16099
PAL R: 5-TGGTCAGAGACGACAGATCG -3 168
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Figure 1- RNA analysis on 1% agarose gel. Different fragments of rRNA bands
separated in gel.
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Figure 2- quality of ten synthesized cDNA samples using by Actin primer on 1.5%
agarose gel. Formations of expected bands show the quality of synthesized cDNA.
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Figure 3- Expression rate of PR2 gene in rice seedlings inoculated with Aaa at 5 different
time course. (non-significant =ns, P<0.05=%*).
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Figure 4- Expressionn rate of PAL gene in rice seedlings inoculated with Aaa at 5
different time cous. (P<0.01=**, P<0.05=%).
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Abstract

Plant diseases are one of the major constraints of agricultural productions. Rice bacterial
brown stripe, caused by Acidovorax avenae subsp. avenae is recognized by producing water-
soaked and brown stripes on leaves and sheaths of rice seedlings in nursery. Plants have
several acquired defense mechanisms to deal with pests and pathogens. The rice plant
resistance genes (R genes), such as pathogenesis related proteins play an important role in
rice-pathogen interactions. This research aimed to study the role of PR2 and PAL
pathogenesis related genes in local Tarom and Sahel Rice cultivars inoculated with an
incompatible strain of bacterial brown stripe using the Quantitative Real-time PCR technique.
Sampling of leaves inoculated with bacterial suspensions was performed at different time
courses. Total RNA extracted from samples then complementary DNA (cDNA) synthesized
and target genes expression level were evaluated. The results of this study showed that the
expression level of PR2 and PAL genes has greatly increased in Sahel resistant cultivar in
comparison to Tarom susceptible cultivar. Increased expression level of the aforesaid genes,
proves the role of these genes in resistance of rice plants against bacterial brown stripe
disease.
Key words: RNA, Rice, Gene expression, Resistance, Real-Time PCR.
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