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Table 1- Name and origin of evaluated genotypes.
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Table 2- List of evaluated markers.

R

s Q 2 s g 3 s Q 2 s g S
= 3 s = 3 E = ] e =) 3 E
o o
) g _5: N @ 2 % < g -E:: N = S %
<} o > =} =l o o > =1 =l
3 25 = 5 z & 3 S5 o = z
S T S L > 3 g T = L > 3
= > =2 5 = = > @ 5 =
T & 2 & d 2 e T & 2 & d 2 ¢
e @ o e @ o
~ = S s ¢ ~ S =3
. <L = = § - e < R g —
W ¢ . b e & & . ¢ . b e 5 &
. [ P54 < by S (Q« . @ P54 < by S (S
[ N E - £ [ N E - £
§M1034 1 293 0.26 7 0.81 §M1748 4 166 0.76 3 0.36
guvuoas 1 216 0.27 8 0.8 ?M”“g 4 113 0.69 2 0.33
2RM104O 1 287 0.43 5 066  RM24l 4 264 0.58 6 0.58
RM1201 1 189 0.5 4 061  RMA401 4 241 0.37 5 0.72
RM3148 1 159 0.43 6 066  RM6314 4 169 0.55 4 0.56
RM3746 1 139 0.37 5 063  RM6748 4 255 0.41 9 0.76
RM414 1 159 0.86 2 021  RMB3345 5 201 0.55 7 0.63
RM443 1 167 0.45 3 052  RM3631 5 82 0.6 3 0.42
RM466 1 191 0.58 2 037  RM459 5 437 0.68 4 0.43
RMS 1 194 0.48 5 063  RM3343 6 146 0.33 9 0.79
RMS580 1 145 0.62 9 056  RM340 6 139 0.58 7 0.57
RM106 2 297 0.62 2 036  RM454 6 268 0.87 3 0.21
RM112 2 128 0.69 2 0.33  RMSI10 6 193 0.42 4 0.59
RM1358 2 374 0.34 7 0.77  RMS&27 6 106 0.48 4 0.61
RM174 2 268 0.56 2 037 RMIil 7 115 0.31 7 0.78
RM262 2 154 0.33 4 066  RM2878 7 165 0.6 3 0.4
RM279 2 164 0.38 4 062  RMA436 7 81 0.61 2 0.36
RM4499 2 176 0.85 3 0.24  RM256 8 127 0.82 2 0.25
RM497 2 199 0.56 3 0.5 RM284 8 87 0.64 4 0.5
RM1164 3 97 0.72 2 032  RM3I10 8 176 0.38 7 0.74
RM16 3 148 0.47 4 063  RM447 8 112 0.55 7 0.61
RM186 3 124 0.48 3 042  RM7027 8 122 0.65 3 0.38
RM2334 3 155 0.36 8 078  RM&8018 8 199 0.69 7 0.47
RM282 3 136 0.38 3 059  RM288 9 125 0.57 2 0.37
RM3607 3 254 0.51 3 052  RMS566 9 143 0.35 9 0.78
RM468 3 159 0.56 3 0.5 RM3123 10 197 0.89 4 0.19
RM487 3 176 0.73 2 032  RMS59%6 10 242 0.65 2 0.35
RM6959 3 92 0.33 8 074  RMI1341 11 183 0.32 10 0.74
RM 3471 4 149 0.46 5 067 RM441 11 185 0.31 6 0.77
RM1359 4 241 0.59 5 055  RMA4862 11 558 0.94 2 0.11
?Mlm 4 172 0.93 2 013  RMI0L 12 154 0.82 3 0.28
?M”‘” 4 493 0.77 5 036  RM309 12 178 0.38 3 0.59
?M”“S 4 148 0.85 2 022  RM3739 12 377 0.69 5 0.45
?M”“S 4 194 0.43 7 0.72

Yv



(\“'QOJL@.A OJucAOJJJ)dedejﬁﬁ”d@ %

=
#

R R R

HHZ 17-DT 6-5AL3-DT1
JASMIMNE 85

g
=
Loz
b

il

52

S
OipBI =03

FTON

»
w]
23

OFIDWNSTq

5 @
B_5 _EE_
=] s} Ly s )
Jeh @Y
B 9979
R AN
@B =B fop
P Poom

=
o Ik
I__EBZ
%33§=
2pazg

o
=

b

g

P> 2BEE

E m

OL puabw
PwinAnNEDT

2
m
or

SHALTOK HARA
3R-178-1-1

oL
(SN
fury
W
m
wn
o
m

ITTIDD
[os}
ot
I
7
m

3
Q
5
(8]
I
B
[}
0]
8]
w]
4
it

ARDAK
MNDA

=320 ALY SMbI lul p g o 55 40 (g1 4 g5 4205 51 Jeol ol S5 s - Y IS

.0)‘}#\.0
Figure 2- Clustering analysis for 95 rice genotypes base on 67 microsatellite marker.

YA



TR TR TR
- -

Jst Bl cpl 4 gl cpllly by a8 ity

| a3l

S5 o
ool Sl G ol 53
S Gheseme (KBS g5 o sk
B s ol slaneY (il slas s
Ll gl Siles s eslizad ol 5 Ll
i sLls <5 RM 10386 5, RM 10346
53 Ol |y Mgy S o Dledbl (gl i
Lo ol 4 @ S5 s ST ol
g5 son @l oen 8 e cle S
s Al Sl dews 4 (S35

Dy s 55 SSE 4 0l

s S S S S S S S S S S S S S S S S S S S S S S S S S S S S S S S S S S S S S S S S S S S S S S S S 0
VW40 O, >
J " gﬁ .
s S S S S S S S S S S S S S S S S S S S S S S S S S S S

paFe Sdags OO s &S skiles
SLls 33 2 a8 ey 5 sl glaad e ol
il (5 aS e 5 ahiols a1l 46|
S on Sl S0 Ll s
Glad s a5l U il SSE
3 el 0955 bl Ol A el
oolel Sltie s 3wl YN Ladd s oy
Sy ols gm0 c\g_w 33 9 (D=+/Y04)
mad o Ol YU plad slas OLES &S (Y Jsd)
ol o3, OIS 4 gla By, eled s ol s
Moo aalllas 5550 aspame SSE Gl
535 Jots Ol S 5o g 85 2Ll e
oot 5SS S5 5l Liges ZS e BB
Al glolie S35 b Sns b5 Loy
I e 5l 0ske ol pB)l 5 L3k
Llgn ol Bl b s 5 o56 r s
Oe Gl Pl S A3l e ol 5l S

bl s o SN g bl a s T

Table 3- Analysis of molecular variance between clusters.
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Figure 3- Bi-dimensional plot of two first coordinates for classification of groups
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Abstract

The study was designed to characterize the genetic diversity of 95 rice genotypes from
various countries by 67 microsatellite markers which covered all rice chromosomes. Number
of 303 alleles was detected with an average of 4.52 alleles per locus. The average
polymorphism information content value across the marker dataset was 0.51, and it was
varied from 0.81 (RM 10346) to 0.11 (RM 4862). The cluster analysis based on UPGMA and
Nei genetic distance grouped the studied population in four main subgroups with a significant
tendency to cluster by geographical origins. Phylogenetic relationships among the genotypes
were in agreement with cluster analysis results. Principal co-ordinates analysis (PCoA) with
considering two first co-ordinates that explained about 71.15% of the total variation also
confirmed cluster analysis results. Accuracy of cluster analysis was assessed by analysis of
molecular variance and results revealed significant difference between clusters. The present
study by evaluation genetic distances in part of Iranian germplasm against foreign inbreed
lines and varieties obtain appropriate results for applying Iranian germplasm in rice breeding
projects.
Key words: Rice, Genetic diversity, SSR, Cluster analysis, Principal Co-ordinates Analysis.
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