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Figure 2- SSCP banding pattern analysis in Ghezel, Harki and Makoei sheep breeds.
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Figure 3- The results of protein sequence analysis of sheep’s prion gene in locus of exon 3.
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Total haplogenotype frequency in 3 sheep breeds
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Abstract

Scrapie or transmissible spongiform encephalopathy (TSE), is an infectious fatal
disease of sheep and goats which affects the central nervous system. In the present study, 300
blood samples were collected from three breeds of Iranian indigenous Ghezel, Harki and
Makoei sheep breeds. A DNA fragment with the length of 173 bp from exon 3 of PrP gene
was amplified with specific primer pairs. The banding pattern of each sample in the study
population was identified by means of PCR-SSCP. Then, after sequencing, comparison and
analysis of the observed polymorphism between different breeds were performed at codons:
136, 154 and 171. In the present study, tow haplotypes of ARR and ARQ were identified and
the wild type scrapie-susceptible ARQ was the most frequent haplotype. In this study more
than 98% of animals were with the genotype ARQ/ARQ which was classified as low
resistance to this disease. Three novel alleles (L178, E147 and L173) were observed for the

first time in this study. The comparison of genotype frequency between Makoei-Ghezel and

Makoei-Harki sheep breeds were statistically significant (P<0.05).The data from the current

study may help to establish a breeding program for controlling of scrapie in Iranian sheep
population.
Keywords: Native sheep breeds, scrapie, prion protein gene, polymorphism, PCR- SSCP.
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