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Table 1- Mutations observed in Intron 1 of Myostatin gene.

Position —.s3,  Mutation g~ nucleotide .; sy frequency sl )

16 C=>T C 0.79
T 0.21

136 T=>C T 0.40
C 0.60

218 T=>- T 0.40
- 0.60

b g 05V O 2l s o edd sdalin gba s ghla 1ol 5 —Y Jgur
Table 2- Frequency of haplotype observed in Intron 1 of Myostatin gene.

il s clgss 5 33,k o

Haplotype Whole Bactrian Yazd Trod Semnan
samples

CTT 0.193 0.348 0.063 0.071 0.250

TC- 0.210 0.348 0.187 0.071 0.125

CC- 0.597 0.304 0.750 0.585 0.625

.C)‘,;‘ LSU“J':":" S ) d-‘.'."\':""‘x'“ 05 ‘_,S._.;.»j C"JJ ‘_)S..ﬁ J..'a;—\" J}J.:-
ms and diversity of myostatin gene in Iranian camel populations.

Table 3- Polymorphis

Lora 3l o sl & Sl & D LU
Population Number Mutation skl Cshls < slis S IS 5 Tajima D
H Hg cL el Ng

£l S 5s sla 2 23 3 3 0.696 0.928 0.0025 1.604
Bactrian camel
e < 16 3 3 0.425 0.725 0.0019 0.519
Yazd station
5,k < 14 3 3 0.274 0.407 0.0011 -0.959
Trod station
Oliaws a8 8 3 3 0.607 0.541 0.0014 0.0694
Semnan

H: number of haplotype; Hq: Haplotype diversity; K: Average nucleotide difference;
Ng: nucleotide diversity.
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Table 4- The average of nucleotide substitution in each locus (Dy) (under diameter) and
genetic differentiation (Fst) (upper diameter) in GDF8 gene.
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Bactrian camel Yazd station Trod station Semnan
£l S 45 2 _ 0.147 0.307 0.061
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TN Lo 0.003 _ -0.022 -0.074
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35,k oS! 0.003 0.001 _ 0.011
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OSlias 0.002 0.002 0.002 _
Semnan
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Table 5- The average of nucleotide substitution in each locus (Dy) (under diameter) and
genetic differentiation (Fst) (upper diameter) in GDF8 gene in livestock animals.

58 » ol Ol S 2l bl Ak S S
Cattle  Goat Horse Bactrian Sl S Sheep Pig
camel
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camel
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Figure 1- Phylogenetic tree between four population of camel using maximum likelihood
based on GDF8 gene (BC: Bactrain camel; DC: dromedary camels).
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Figure 3- Network analysis of haplotype identified between livestock animals using
Intron |1 of GDF8 gene.
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Figure 4- Phylogenetic tree between livestock species using Intron | of myostatin gene
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Indicus cattle; BT: Taurus cattle; CH: goat and OA: sheep.
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Abstract

Myostatin (MSTN) is a member of the transforming growth factor-p superfamily (TGF-
B) and is an important negative regulator of muscle growth in vertebrates. In this study, a
partial sequence of MSTN gene (intron 1), in the camel population of Iran, was evaluated.
Two single nucleotide polymorphisms and one insertion or deletion (InDell) were identified
in intron 1 of the myostatin gene, using sequencing method. The mutations caused, two
substitutions including C to T and T to C in positions 16 and 136, respectively and one InDell
of T in position 218. The mutations observed in three positions of intron 1, created three
different haplotypes. These haplotypes were shared among Bacterianus and Dromedaries
camel populations with no haplotype restricted to a specific region or a single camel breed.
Tajima D were positive for all populations except Trod station, but it wasn’t significant.
Keywords: Camel, Myostatin, Polymorphism, InDel.
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