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Figure2: Leptin gene bands pattern

S ol 4 ols OLES Slalllas oy a

«(Hashemi et al., 2011) Sl sla sl5 ;s
s ol ) «(Behzadi., 2011) oL ¢
J; s wsSL (Azizi et al., 2012) J;
Shojaei et al., ) jb s s (Moradi., 2009)
ol ol lallas Ll 315 355 55 (2010

Barzehkar et al., ) .5 515 Lidw S (g5, 2

aJJS CJLS‘ b LI:"P U'i‘ S>3 f.,\.c (2009

]

S S S e glaamls
Olsen 5 30 T alaws (U1 Sl 5 UT slaas
SIS e Sl oS Bl e e S5 5 50
03 Somerr 003 55 3 Jge sla bl ol
ool s IO PRI R PRE
05 ok edaline gla ISCiner a5 sl oL
j|o¢ijj~§55jbﬁ,.i>,-i\“fuléch.~
2 6)\3 ey JS\ Lw’;g Qj 93 aJLa...'Z djﬂ‘
233 5 0% gl s Jsb g8 s 5 05
(Y Jsa) (P<0.05) &oils

Journal of Agricultural Biotechnology; Printing ISSN:

KA

PCR Jjyams L)l -) K3
Figurel: PCR product evaluation

5 AB AA O 4 sl gl S
5w gl sl s &S sy asis BB
33 5 el Cas 4 VY 5 G/OV L Ll
YA 5 NY Gl LS s B s A I
Ol oS As glulid aallas 3550 Cgmar 5
g S s S Js cl e ek
sdalie o3b Cuix £YY clanil Las asl
& .(Dehnad et al, 2008) »;5 .
Sl Ol 5 (5550 0 ploil Dl
ezen 3 (Boucher et al., 2006) oy 55 5
Ol sy @S plil gbs hasy
adllas e L (serentant et al., 2005)
Sz gl S a5 il il
S edd S5 Slallas rus A 2l s
el b oedd plnl G il piaees
Sl Qb sS S5l n s50p S Sl
e o)l cllas ud bl (DL 5 J5 o 5b)
(Barzehkar al., 2009)

2228-6705, Electronic ISSN: 2228-6500



WA Ol e 5 LS

(1 S S Sy Came 3 i 05 (K85 5 @bl sl el 3,0 5 - Jsd
Table 1- Estimates of statistical and genetic parameters for leptin gene in the studied
population of the Raeini cashmer e goats.
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1.6673 Effective Number of alleles Sye J1 sl
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0.5984 Expected homozygosity szl 5 50 s 5555 500
0.3 Observed heterozygosity ol sdalie S5 A
0.7 Observed homozygosity sl sdalive w55 ) san
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Table 2- Comparison of mean and standard error for measured traits related to body
size of leptin genotypes.
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Table 3- Mean, minimum and maximum values, standard deviation and coefficient of
variation for the studied traits
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Trait M ean Minimum Maximum Standard Coefficient
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Body height
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Table 4- Estimated effects of additive and dominance leptin gene effects in the studied
population of the Raeini cashmer e goats
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Abstract

Leptin is produced by adipocytes and plays a critical role in the regulation of body-
weight through reducing food intake and stimulating energy expenditure. Leptin gene can
participate in many physiological functions and regulation of food intake. In order to identify
the polymorphism in a region of the second intron of the leptin gene, blood samples were
taken randomly from 150 Raeini cashmere goats. Genomic DNA was extracted and a
fragment with a length of 442 bp was amplified from the second intron of leptin gene using
PCR-RFLP method. The statistical analysis identified three band patterns of AA, AB and BB
with frequencies of 57.0, 3.0 and 13.0, respectively. The A and B alleles showed frequency of
72.0 and 28.0, respectively. Shannon index and effective number of alleles for the leptin gene
were 5898/0 and 6673/1 respectively. Analysis of the body size related traits with leptin
genotypes showed that while birth weight was not associated with this gene weaning weight,
body length, body height and chest circumference were significantly associated with
identified polymorphisms in this gene (P<0.05).
Keywor ds. Body size, Polymorphism, Leptin gene, Raeini cashmere goats, PCR-RFLP.
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