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Table 1- Descriptive statistics of studied traits in F4 population derived from CSR28 x Sadri
Cross
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Figure 1- Phenotypic distribution of studied traits in 188 F4 lines derived from CSR28 x Sadri cross. Ca_N:
Chlorophyll a, Cb_N: Chlorophyll b, C (a+b)_N: Total Chlorophyll, C (x+c)_N: Carotenoid, UnFG_N: No.
Unfilled Grain, FG: No. Filled Grain, SpkFG_N (%): Spikelet Fertility percent, GY: Grain Yield
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Figure 1(Cont.)- Phenotypic distribution of studied traits in 188 F4 lines derived from CSR28 x Sadri cross.
PH_N: Plant Height, PL_N: Panicle Length, UnFGW_N: Unfilled Grain Weight, Pollen_F_N: Pollen
Fertility, UnFGP_N: No. Unfilled Grain per Panicle, FGP_N: No. Filled Grain per Panicle, FGWP_N:
Filled Grain Weight per Panicle, UnFGWP_N: Unfilled Grain Weight per Panicle
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Table 2- Information of identified QTLs for studied traits in F4 population derived from CSR28 x Sadri cross
using ICIM method.
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Figure 2- Molecular genetic map and QTL:s related to studied traits in the F4 population from
the CSR28/Sadri cross.
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Figure 2 (Cont.)- Molecular genetic map and QTLs related to studied traits in the F4
population from the CSR28/Sadri cross.
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Table 3- Correlation coefficients of evaluated traits in F4 population derived from
CSR28 x Sadri cross.
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Abstract

Rice is one of the most important cereal with great variation, which is a major food for
more than half of the world’s population. Mapping quantitative traits loci is one of the
applied and momentous approaches to study yield-related traits. In present study 188 Fj4 rice
lines derived from CSR28 and Sadri cross along with the parents were used for genotyping
and phenotyping. The objective of this study was to construct high saturation linkage map
using SNPs markers (Infinium Illumina 6K SNP chip) and QTL identification of yield-related
traits in 188 F4 population. Mapping of quantitative traits loci led to identify 21 QTLs for
studied traits on chromosomes 1, 2, 3, 5, 7, 8 and 10. One QTL (¢gFG_N-3-1) was identified
for filled grain number per plant on chromosome 3. For spikelet fertility, three QTLs
(gSpkF_N-2-1, qSpkF_N-3-1 and ¢SpkF_N-5-1) were mapped on chromosomes 2, 3 and 5,
which explained 29.28 percentage of phenotypic variation. One QTL (¢GY_N-8-1) was
detected for grain yield on chromosome 8, which was flanked by 9037125 and 9049928
markers. In conclusion, besides the QTLs which is reported for first time, the QTLs were
consistent as reported previously, could be introduced as reliable QTLs that is suitable for
marker assisted breeding programs.
Keywords: Mapping, SNP Marker, Quantitative traits, Rice.
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