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Figure 1- Effects of salt stress (0, 150 and 300 mM NaCl) on shoot dry weight, shoot
height, Leaf Na*, Leaf K*, Leaf K*/Na* ratio and Leaf Proline of optioon500. Columns
with the same letters are not significantly different at (P>0.05) levels by Duncan's
multiple range test.

.6)}»:5 jJS ¢.>r50pti0n500 AJ\-@ ‘5|}\S &’M:"sj 2 4.’.“2.0 290 QL&»@ d"‘nth’ J.l}?.rs—\ dj-’-’:
Table 1- Analysis of variance for studied traits in Option500 under salinity treatments.
Mean Square

Source of  Degrees of Shootdry  Shoot Leaf Na* Leaf Leaf Leaf
variance freedom weight height K* K*/Na* Proline
Replication 2 0.008™ 57" 271.3™  2179™ 0.488" 468.7™
Salinity (S) 2 0.264" 136.7° 16856.8 805.6° 222" 2056.6”
Error 4 0.022 12.9 323712 67.040 0.431 105.312
CV% 38.78 19.27 21.02 28.95 37.92 26.96
Aoy ) 50 de‘ckaéJ‘é‘;M}J‘é‘;M}qﬁw}d ------ #* NS

* Significant at the 5% probability level; ** significant at the 1% probability level; ns: Not 51gn1ﬁcant.

oy
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Table 2- Identification of differentially expressed leaves proteins of Option500 after salt

stress.

Spot Protein name Accession  Reference Cov.  Theo. Exp. IF Function

J1D) number * species (%) pI/MW  pI/MW
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Figure 2- Representative 2-DE gels of Option500 leaves under 0 (A) and 300 mM (B)
NaCl treatment. Numbered spots correspond to salt-responsive proteins, which analyzed

by LC-MS/MS.
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Abstract

Salinity is one of the most important problems in arid and semi-arid areas that causes
serious decrement in agricultural productions. Rapeseed is a superior oilseed due to the high
quality of oil, large amounts of polyunsaturated fatty acids and oil yield. To deal with abiotic
stress conditions, plants synthesize some essential metabolites, special structural proteins or
metabolic enzymes pathways to overcome the stress. To identify the molecular mechanisms
of salt responsiveness in rapeseed, proteome changes of Option500 a salt-sensitive genotype
under salt stress was studied. An increase in proline and the Na* of leaf and a reduction in
shoot dry weight, plant height, K* and K*/Na" were observed under salt stress (0, 150, 300
mM). Over 110 protein spots were identified by two-dimensional electrophoresis (2-DE) gels.
44 spots showed significant expression changes based on induction factor, which 7 spots were
recognized significantly at 5% probability level. 1 and 6 spots were up and down-regulated,
respectively. By using LC-MS/MS mass spectrometry analysis proteins that involved in
energy production and photosynthesis were identified. Role of these proteins to salt stress
response will be discussed.
Key words: rapeseed, proteomics, salt stress, two-dimensional electrophoresis, LC-MS/MS.
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