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Figure 1-Domain structure of human t-PA, P has serine protease and main anti clot role, Ks
binding to fibrin and EGF cause the rapid efface from liver (Frank 1995).
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Figure 2- The results of RT-PCR on agarose gele electrophoresis. G wells are amplified
product of internal control (GAPDH) and T wells are amplified product of cDNA of human
t-PA in transgenic plants. -RT well is negative control without reverse transcriptase; -RNA
well is negative control without RNA and M (100 bp GeneRuller DNA ladder). The antici-
pated 1.7-kb product of t-PA transcription and a 650-bp extra band that is present only in
transgenic plants are seen on agarose gel.
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Abstract

Recombinant tissue-type plasminogen activator (rt-PA) is used as a fibrin-specific throm-
bolytic agent for the treatment of various thromboembolic diseases. In this study, we tried to
show the expression of transferred cDNA of human t-PA gene in transgenic tobacco plants pro-
duced previously by this group. RT-PCR with specific primers for t-PA, were used to assay the
transgenic plants. RT-PCR products were observed on agarose gel electrophoresis after ethidium
bromide staining. The results showed that the t-PA gene is stably expressed in second generation
transgenic plant at the level of mRNA, while no expression was seen in non transgenic plants.
These results also indicate an unfamiliar 650 bp transcript from t-PA transgene in plants. The re-
sults of homology search by CDD at NCBI database demonstrate that in addition to complete
cDNA, an incomplete transcript so observed. This truncated transcript is a part of cDNA of t-PA
that has lost the kringles domain while tyrosine-like serine protease is remained. This may results
from alternative RNA splicing. The serine protease domain can carry out the role of t-PA alone.
So many scientists are trying to clone this fragment only as a drug. Interestingly the plant pro-
duces this fragment naturally. This result may be because of alternative splicing of RNA.

Key words: Domain, Kringle, recombinant t-PA and transgenic tobacco.
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